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Hepitnyn

To aviikeipevo ¢ ddakTopiKNG dwIpiPig eivar 1 avantuEn vEOV HoBNUATIKOV HOVIEA®DV
opadomoinong (clustering) yw yeEVeTIKG Kot poplokd dcdopéva, TPOKENEVOD va avaderyfovv
potifa tHnmv kapkivov kot 0dnydv yovidiov (driver genes) pe anmtepo otodyo Vv Pabitepn
Katovinon Tov odnyov yovidiov oe oxéon pe tov mpwtapyikd tHmo Kepkivov (primary cancer
site). o v pedém kot aloldynon Tov HOVIEA®V avT®@Vv Ba xpnoiponomboiy eKtevi| dedopéva
ano PEYGAES Kot Opol0YeVeElC Bacelg dedopévmv ommg eivar to The Cancer Genome Atlas (TCGA).
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Abstract

The scope of the PhD is the development of novel clustering analysis methods for cancer genomic
and molecular data, to recover patterns of cancer types and cancer driver mutations. The endpoint
is to provide a better insight in the specificity of the driver genes to the primary cancer site. In
order to study and evaluate these methods, large and homogenous databases such as the The Cancer
Genome Atlas (TCA) will be used.



